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Abstract: Samples, analysis methods, data processing and existing problems in research of ancient DNA(@DNA)
have been outlined and introduced in this article. According to development of aDNA research, it could be grouped
into six sub-fields: 1), Residues; 2), Creature excrement; 3), individual Creature; 4), Relationship in a human group; 5),
Relationship among different groups; 6), Human origin, evolution and migration. It is the same as ancient liber,
ceramics, bronze vessels and fresco that ancient DNA is playing a very important role in archaeological study. It
should belong to cultural heritage.
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ETO5HEN], mDNA WU EAT 520 ) S TR st 7o X —2ie
[RISTESAET: 1), mIDNA BEZiEHE: 2), mDNA [KISASHIN T RE e Xk, AHRIREEIIE
BERACHATHHEI mIDNA,  Bl—Fh8, 2t mMa)s, B n A UE RfERTd, o
PIFPRI mIDNA. PRI, F2E 2n+1AR%0G, B IPURSRAY mtDNA. AKIHE,
HARTAERIARAEI A TSR mDNA 288, X —Bhe =2 NN : 1), IRAZEM
MIDNA ALY T H—REAHSE, BUFTIEM “BiE”; 2), “Bik” AafeEm, By MAEDEE
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X, IR B — I R BN ASE RN 4), BB AR AR T
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.
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