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B OE: HM: THRENRLEAEER D ZAR(VDRIEFZEE N i, Jivk: FIFHBREITE P D)8
Bsml, K HRAEHHE K PR HITE A B 2 S YEBOR(PCR-RFLP), X 169 44 fi FE UG )L #iidk AT T
VDR A8, FErH AR R A A A . 450 WP EPU% )L VDR %[ bb. Bb. BB H:[FIMY 4
MR 91.12%. 7.1%. 1.78%, HEAFE TEMERARM, SEiE NN 4518: VDR EFZ AN
HARpGEZE bk
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The Frequencies of the Vitamin D Receptor Gene Alleles in
Children of Han Nationality in China

Huang Xinwen, Yin Huaiming ,Dai Yujing, Department of Pediatrics, The Second Affiliated
Hospital, Lanzhou Medical College, Lanzhou 730000.

Abstract: Objective: To investigate the frequencies of vitamin D receptor gene polymorphism in children
of Han nationality in china. Methods: The polymerase chain reaction-restriction fragment length
polymorphism was used to detect VDR genotypes of Bsml restriction enzyme in 169 healthy children of
Han nationality. The genotype frequencies of VDR were calculated later. Result: The bb, Bb and BB
genotype accounted for 91.12%,7.1%,1.78% respectively, which were different from those in Caucasians,
but similar to those in Koreans. Conclusion: VDR genotype was different in various ethnics.
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(1)DNA #2H0: B4 i 2ml, 26 s P I L K 41 DNA.

(2)PCR #184: VDR 35| W# i 2% 3ok ™. 5514
P1,5-CAACCAAGACTACAAGTACCGCGTCAGTGA-3'P2,5-ACCAGGGAAGAGGTCAA
GGG-3'. Je itk % A4 30ul, Hih 4 10 X Buffer3ul; 5468k 1.5 mmol/L;dNTP200umol/L; 5| 4%
0.2 umol/L;TagDNA R4 2U; Bk DNA2ul, LA b sesr i~y s, e 178 7% 30ul A7 i LAB
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K. BT PCR AZEHCH 95 CHIASTE 10min. 4% FAIFLFFAEHA 32 ¥k, B 94°CAME
45s, 62°CHPE 45s, 72°CHEH 105s. e T 72°CFFIEMH 10min. B B4~ 5ul £ 1.5%
TEIERH B I F VK 2 e T 1 A2 5 L) o

@) P IR R UI(RFLP) - SNVAKRZR A 20ul, HA14% 10X Buffer 2ul, PCR 4~
=4 10ul K BRAEIA DIEE Bsml2.5U,' 5 37°C/RMBREA, BEVI=H)T 1.5%5 Ia bt i I H
UK, LA DNA B FERRHEY N 7, RAMT T LA 45 It L.

(A)ZEit2EAb e SR SPSS Gttt JEDI MR LA R x 2 Ao R By i 4
FEIIATR
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1.PCR &5 384 Hi K4 800bp 45 71 Bt

YIS R VDR A E 2 ooty i, B4R Bsml BEVI LS 404 T (bb),
7R 650bp 15 150bp2 45717 = Bsml BEDIN s 44T (BB) ,iEos 800bpl 457175 244
T (Bb) EoRLhE 344

3 VDR RN Z &M iR A bb. Bb. BB 7354 91.12%(154/169). 7.1%(12/169).
1.78%(3/169), Hr Bt 43 73] Ay 92.319%(84/91)+ 7.69%(7/91)~ 0%, L5353 Ay 89.74%(70/78)-
6.41%(5/78) 3.85%(3/78), 55 wH IR Z L i e op i & M (P>0.05).
it

ARSI K H PCR-RFLP A v (B 3005 ) L2 R il 1 P DI Bsml Bg D)4 5 VDR JE K £
BB, Won T E DK JLE VDR FER 2 &M A ts o, A LB 85 &
AR B AL F PR A

AHFST 45 5 E AP RIZEIFIU4E AT (R 1), @EARD, mmz AM34vDR
SR Z A AR UL Bb R 2, BB FRE DR VDR HH 2 &M /1
(P<0.001), 11155 F [F 0 ) Jg 52 i A By F AP R s [ 1OM2 L bb B %2, X 5 AW ST 45
AL, (H5 H AR 2 .35 (P<0.001). MIMTIESE T VDR JE A 2 240 HAT Rl 2= Sk, i
PR DR 3200 15t 4% DA 35 R ) ] R[] — g = AR AN [m] R RS DR A4

F1 AEIABERS ISR EEE [n (%) ]

n bb bB BB p
hEw A 169 154 (91.12)  12(7.1) 3(1.78)
B A 244 68(28) 122(50) 54(22) <0.001
H A A 102 56(55) 39(38) 7(7) <0.001
LTEPN 70 60(85.7) 9(12.9) 1(1.4) >0.05
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ZREVE, B2 BB R A2, WY A 6T VDR PR A 2 i A i A T Tl
S RURIARS Ea R, ATE B R i H I, DRk, R E R AR SE N 2 &1 B
1y B AT 55 o
CFHEEE 113 7O
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IS 365, At A HEE W Ve B H ai K, J7 5 AR,  DOEAE A A
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