PR HEF 14(5):56-61 COM. on C. A. 2:€9, 2008
( WAL &E A £=% 20084 Communicationon Contemporary Anthropology ~ Vol. 2 7 33 4R

ARG I R NFBE A 80 58 JmAE Sy, T4 LB M Bk, 2008 4F 11 A 11-15 H

I E RS Zehi{ DNA & #1455 T

ZEALE Y, dE-RE Y, #-wkR-XE, FE-hERmE, BmETL
W4, “EwE, 2R%K, £BHE°, BRHE
1. S SRS R, BRR IE S 06100; 2. WH4ETE Ktk 2= SMAM¥ &, BRR 4T 27100; 3. Riefk

TRy, £ AN IR 84115; 4. BBVGEFL S AW R AW E SR R S A, BVGE BEE N 5
FFE 64720

BOE: KWL, B e b It e REN AT 06030

WE: WHET 180 ME S R A& R85 78 812 NSRBI TS 5. XA E KR T AHEE 410
FOHESC AN 22 & v SCIHAE N B R SCI I DGR AT o (E2 T RRN IO RRSE Py, 0N R e ik
LR T R A T RIZA AR o A R A B 30% AR S5 T BF AN B A A A 58 2 B0E B SR En e N, T
HAR I NBEENLT- 5 A7 B AT AR AT SE T SR M 2 b . (B2, TEAFAIER T BERBE S 2 5,
BATVRINFSLIFIEQ bk . I Xk 5 T2 ANMFEAR 2Rtk DNA 3% X 7 7I(8 4 HVS-1. HVS-II. HVS-III)
BT, BRATTAREL T BACSR PE B AT P AR AOR () SN ST BRI . BACERTE R AP, 90%[¥1 4 ki i DNA
JETPUA EZZ EZI AL RE(A2. B2. Cl. D1)o XANRIIANSZHE W AT 55 78 5535 DR 22 1 D ik = 22 il
AP RAE AU, TR SE T SR AR I B ki DNA Sk A — AN 5K 7 S ax AN 7 A R

Editors’ Pick from the American Society of Human Genetics 58th Annual Meeting. Philadelphia, Pennsylvania, Nov. 11-15, 2008

The Mitochondrial DNA Landscape of Modern Mexico
Alessandro ACHILLI'Y, Ugo A. PEREGO®’, J. Edgar GOMEZ-PALMIERI’, Ricardo M.
CERDA-FLORES*, Katie H. RITCHIE®, Robert HUGHES®, Norman ANGERHOFER®, Antonio

TORRONI?, Natalie M. MYRES?, Scott R. WOODWARD’

1. Dip. di Biologia Cellulare ¢ Ambientale, Universita di Perugia, 06100 Perugia, Italy; 2. Dip. di Genetica e Microbiologia, Universita di
Pavia, 27100 Pavia, Italy; 3. Sorenson Molecular Genealogy Foundation, Salt Lake City, UT84115 USA; 4. Genetics Division, Northeast
Biomedical Research Center, Instituto Mexicano del Seguro Social, Monterrey, Nuevo Leon , 64720 Mexico

Chinese translator: ZHANG Yifan, Center for Vascular Biology, University of Connecticut Health Center, Farmington,CT06030 USA
ABSTRACT: With more than 180 ethnic and linguistics groups, Mexico is a rich source for anthropological and
population studies. This country witnessed the rise and fall of major civilizations, including the well-known Maya
and Aztec civilizations, but as a result of heavy European colonization and influx, the population landscape has
dramatically changed over the past five centuries. Today less than 30% of modern Mexicans identify themselves as
being fully or partly Amerindians and the remaining population seems to have very little in common with their
pre-Columbian ancestors. However, this is not the case when the maternal genetic component is evaluated in detail.
Analysis of the mitochondrial DNA (mtDNA) control region sequences, including HVS-I, HVS-II and HVS-III, from
more than 2,000 subjects revealed an overwhelming Native American legacy in the modern Mexican population, with
~90% of mtDNAs belonging to the four major pan-American haplogroups A2, B2, C1 and D1. This finding supports
a European contribution to the Mexican gene pool primarily by male settlers and confirms the effectiveness of
employing the uniparentally-transmitted mtDNA as a tool to reconstruct a country’s history.
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Fig.1 Geographical, historical, and ethnic features of Mexico
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F1 EREFTHLAERMEEIME Tab.1  Frequencies of mtDNA haplogroups in Mexico
Clade 4332 N M BE % Clade 43 3 N HE %
Native 135 1800 89.06 West Eurasia BXYE 755 171 8.46
A2* 719 35.58 H* 56 277
A2e 62 3.07 Hla 4 0.20
A2g 29 1.43 Hlc 2 0.10
A2h 29 1.43 HI1 4 0.20
A2i 6 0.30 H5 1 0.05
B2* 277 13.71 H6 3 0.15
B2a 79 3.91 b 8 0.40
Clb 212 10.49 e 3 0.15
Cle 226 11.18 I2al 2 0.10
cld 37 1.83 12b 1 0.05
DI 112 5.54 Kla 14 0.69
D4h3 12 0.59 K2* 13 0.64
Africa JE¥] 42 2.08 K2a2a 6 0.30
Loala 2 0.10 Tib 2 0.10
Lo0a2al 1 0.05 T2* 3 0.15
Licl 2 0.10 T2c 1 0.05
Lic2 1 0.05 T2d 4 0.20
Lic3a 2 0.10 U2e 11 0.54
L2al 8 0.40 U3a 7 0.35
L2b 1 0.05 U4 1 0.05
L2¢ 8 0.40 Usa 7 0.35
L2d 1 0.05 Usb 7 035
L2e 1 0.05 Uba 3 0.15
L3b 3 0.15 U6d 1 0.05
L3d1 2 0.10 \ 5 0.25
L3el 2 0.10 X2b 2 0.10
L3e2 2 0.10 East Asa R 8 0.40
L3¢3,5 2 0.10 Cla 3 0.15
L3f2 3 0.15 Flala 4 0.20
L4 1 0.05 M* 1 0.05
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Fig.2 Geographical distribution of 2021 Mexican samples
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Fig.3 Frequencies of mtDNA haplogroups in Mexico
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Fig.4 Schematic phylogenies of pan-American haplogroups
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Fig.5 Spatial frequency (%) distributions of Native haplogroups
and Western Eurasian lineages
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Fig.6 PCA of mtDNA haplogroup profiles in Mexico states
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