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Impact of Sex Chromosomes upon the Human Gender Roles
YU Xiaomin
State Key Laboratory of Genetic Engineering, School of Life Sciences, Fudan University, Shanghai 200433 China

ABSTRACT: According to the definition by psychologists, gender role is that male or female in certain social groups
takes up appropriate position and its fixed behavior pattern confined by the social group. This paper analyzed on the
gender discrepancies in social performance and its biological mechanism, namely, differences on sex chromosomes

affect predominantly in the roles of the genders.
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