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Preliminary Studies of Ancient DNA from Three Gorges Area

Huang Ying, Li Hui, Wen Bo, Zhang Fan

(Ancient DNA Study Group, Center for Anthropological Studies at Fudan University, Shanghai China)
Abstract: The world famous view of Three Gorges of China is in the middle of Yangtze River. In this area,
a large number of Archaeological Sites have been found, which show it has been a long history of human
inhabits. The ethnicity affiliation of those early inhabitants in this area has been controversial with three
possibilities (Hmong-Mien, Sino-Tibetan or Daic) being raised. Ancient DNA studies may give us a
satisfactory answer by investigating the genetic characteristics of the human ramins. We collected a number
of samples from Three Gorges of different periods, and tested some loci on Y chromosome and
mitochondria. The preliminary results showed that the ancients in this area like are closer to the ethnic
groups of Hmong-Mien and Sino-Tibetan nowadays, while are rather different from Daic populations. More
research will be done on the samples from this area to further verify our observation in a larger collection of
samples and to interprete the result by integrating the discoveries from other fields of anthropological
studies.
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